Heredity 80 (1997) 791-795 


Author index 


Aldam, C. see Raybould, A. F. 

Andreadis, D. K. see Boake, C. R. B. 

Antolin, M. F. see Vaughn, T. T. 

Asada, Y.-J. see Maki, M. 

Asenjo, A. see Carracedo, M. C. 

Ayre, D. J. see Hogbin, P. M. 

Ayres, K. L., Balding, D. J., Measuring departures from Hardy- 
Weinberg: a Markov chain Monte Carlo method for esti- 
mating the inbreeding coefficient 769 

Backeljau, T. see Van Dongen, S. 

Balding, D. J. see Ayres, K. L. 

Bauchau, V. see Dallas, J. F. 

Bédécarrats, A. see Gauthier, P. 

Bell, G. see Kassen, R. 

Benassi, V., Frey, F., Carton, Y., A new specific gene for wasp 

347 

Beukeboom, L. W., Seif, M., Plowman, A. B., de Ridder, F., 


cellular immune resistance in Drosophila 


Michiels, N. K., Phenotypic fitness effects of B chromo- 
somes in the pseudogamous parthenogenetic planarian 
594 

Black, R. see Johnson, M. S. 


Polycelis nigra 


behavioural differences between two interfertile, sympatric 

species, Drosophila silvestris and D. heteroneura 642 

Bonhomme, F. see Dallas, J. F. 

Boomsma, J. J. see Fjerdingstad, E. J. 

Boursot, P. see Dallas, J. F. 

Boursot, P. see Navajas, M. 

Bradford, M. J. see Roff, D. A. 

Brakefield, P. 
interface and advances with the eyespot patterns of Bicyclus 
butterflies 265 

Brandl, R. see Hanfling, B. 

Britton-Davidian, J. see Dallas, J. F. 

Brown, A. H. D. see Young, A. G. 

Brown, L. P. see Schug, M. D. 


Brunton, C. F. A., The evolution of ultraviolet patterns in Euro- 


M., Short Review: The evolution-development 


pean Colias butterflies (Lepidoptera, Pieridae): a phylogeny 
using mitochondrial DNA 611 

Bués, R. see Nibouche, S. 

Burton, R. S. see Edmands, S. 

Butlin, R. K. see Sezer, M. 


Cabe, P. R., The effects of founding bottlenecks on genetic vari- 
ation in the European siarling (Sturnus vulgaris) in North 

519 

Cabrero, J. see Castro, A. J. 

Camacho, J. P. M. see Garrido-Ramos, M. A.. 


America 


Boake, C. R. B., Price, D. K., Andreadis, D. K., Inheritance of 


791 


Camacho, J. P. M. see Castro, A. J. 

Carracedo, M. C., Suarez, A., Asenjo, A., Casares, P., Genetics 
of hybridization between Drosophila simulans females and 
D. melanogaster males 17 

Carriére, Y. see Dutilleul, P. 

Carton, Y. see Benassi, V. 

Casares, P. see Carracedo, M. C. 

Castro, A. J., Perfectti, F., Pardo, M. C., Cabrero, J., Lopez- 
Leon, M. D., Camacho, J. P. M., No harmful effects of a 
selfish B chromosome on several morphological and physio- 

traits in Locusta 

753 

Chenoweth, S. F., Hughes, J. M., Keenan, C. P., Lavery, S., 


Concordance between dispersal and mitochondrial gene 


logical migratoria (Orthoptera, 


Acrididae) 


flow: isolation by distance in a tropical teleost, Lates calcari- 
fer (Australian barramundi) 187 

Cheverud, J. M. see Leamy, L. J. 

Chiba, S., Genetic variation derived from natural gene flow 
between sympatric species in land snails (Mandarina) 617 

Cisper G. L. see Zera, A. J. 


Clarke, G. M., The genetic basis of developmental stability. IV. 


Individual and population asymmetry parameters 553 
Clarke, G. M., The genetic basis of developmental stability. V. 


Inter- and intra-individual character variation 
Clarke, R. T. see Raybould, A. F. 
Collin, H. A. see Humphreys, M. W. 
Collins, F. H. see Kamau, L. 
Cornel, A. see Kamau, L. 


562 


Coustau, C. see Langand, J. 
Crease, T. J. see Jackson, T. R. 
Curnow, R. N., Morris, A. P., Pooling DNA in the identification 


of parents 101 


Dallas, J. F., Bonhomme, F., Boursot, P., Britton-Davidian, J., 
Bauchau, V., Population genetic structure in a Robertson- 
ian race of house mice: evidence from microsatellite 
polymorphism 70 

Danilkin, A. see Randi, E. 

Danzmann, R. G. see Jackson, T. R. 

David, J. R. see Gibert, P. 

David, P., Short Review: Heterozygosity-fitness correlations: new 
perspectives on old problems 531 

de la Herran, R. see Garrido-Ramos, M. A. 

de la Vega, C. G. see Ifigo, E. R. 

de Ridder, F. see Beukeboom, L. W. 

Delay, B. see Langand, J. 

Dhondt, A. A. see Van Dongen, S. 

Downhower, J. F. see Schug, M. D. 

Dudnikov, A. J., Allozyme variation in Transcaucasian popula- 

248 


tions of Aegilops squarrosa 


— 
_ 


792 AUTHOR INDEX 


Dutilleul, P., Carriére, Y., Among-environment heteroscedastic- 
ity and the estimation and testing of genetic 
correlation 403 


Edmands, S., Burton, R. S., Variation in cytochrome-c oxidase 
activity is not maternally inherited in the copepod Tigriopus 
californicus 668 

Elle, E., The quantitative genetics of sex allocation in the andro- 
monoecious perennial, Solanum carolinense (L.) 481 

Ennos, R. A. see Sinclair, W. T. 

Espinosa, E. see Grimanelli, D. 

Etges, W. J. see Levitan, M. 


Farquhar, A. G. L. see Kearsey, M. J. 

Ferguson, M. M. see Jackson, T. R. 

Ferris, C., King, R. A., Vaindla, R., Hewitt, G. M., Chloroplast 
DNA recognizes three refugial sources of European oaks 
and suggests independent eastern and western immigrations 
to Finland 584 

Fishback, A. G. see Jackson, T. R. 

Fjerdingstad, E. J., Boomsma, J. J., Thorén, P., Multiple pater- 
nity in the leafcutter ant Atta colombica - a microsatellite 
DNA study 118 

Ford-Lloyd, B. V. see Shen, Y. 

Frey, F. see Benassi, V. 

Fuerst, P. A. see Schug, M. D. 


Garrido-Ramos, M. A., Jamilena, M., de la Herran, R., Ruiz 
Rejon, C., Camacho, J. P. M., Ruiz Rején, M., Inheritance 
and fitness effects of a pericentric inversion and a super- 
numerary chromosome segment in Muscari comosum 
(Liliaceae) 724 

Gauthier, P., Lumaret, R., Bédécarrats, A., Genetic variation 
and gene flow in Alpine diploid and tetraploid populations 
of Lotus (L. alpinus (D. C.) Schleicher/L. corniculatus L.). 1. 
Insights from morphological and allozyme markers 683 

Gauthier, P., Lumaret, R., Bédécarrats, A., Genetic variation 
and gene flow in Alpine diploid and tetraploid populations 
of Lotus (L. alpinus (D. C.) Schleicher/L. corniculatus L.). 
II. Insights from RFLP of chloroplast DNA 694 

Gibert, P., Moreteau, B., Moreteau, J.-C., David, J. R., Genetic 
variability of quantitative traits in Drosophila melanogaster 
(fruit fly) natural populations: analysis of wild-living flies 
and of several laboratory generations 326 

Gibson, J. B. see Wu, Y.-H. 

Giles, B. E., Lundqvist, E., Goudet, J., Restricted gene flow and 
subpopulation differentiation in Silene dioica 715 

Gliddon, C. J. see Raybould, A. F. 

Glover, B. J., Martin, C., The role of petal cell shape and 
pigmentation in pollination success in Antirrhinum 
majus 778 

Gonzalez de Leon, D. see Grimanelli, D. 


Gonzalez-Sanchez, M. see Puertas, M. J. 


Gordon, I. J., Smith, D. A. S., Body size and colour-pattern 
genetics in the polymorphic mimetic butterfly Hypolimnas 
misippus (L.) 62 

Gornall, R. J., Hollingsworth, P. M., Preston, C. D., Evidence for 
spatial structure and directional gene flow in a population 
of an aquatic plant, Potamogeton coloratus 414 

Goudet, J. see Giles, B. E. 

Grant, S. R. see Janouséek, B. 

Grimanelli, D., Leblanc, O., Espinosa, E., Perotti, E., Gonzalez 
de Leon, D., Savidan, Y., Mapping diplosporous apomixis 
in tetraploid Tiipsacum: one gene or several genes? 33 

Grimanelli, D., Leblanc, O., Espinosa, E., Perotti, E., Gonzalez 
de Leon, D., Savidan, Y., Non-Mendelian transmission of 
apomixis in maize-7ripsacum hybrids caused by a transmis- 
sion ratio distortion 40 

Gurney, J. E. see Husband, B. C. 

Gutierrez, J. see Navajas, M. 


Hanfling, B., Brandl, R., Genetic differentiation of the bullhead 
Cottus gobio L. across watersheds in Central Europe: 
evidence for two taxa 110 

Hatakeyama, K., Watanabe, M., Takasaki, T., Ojima, K., Hinata, 
K., Dominance relationships between S-alleles in self- 
incompatible Brassica campestris L. 241 

Hawley, W. A. see Kamau, L. 

Hayes, P. M. see Korol, A. B. 

Heath, D. D. see Mousseau, T. A. 

Hebert, P. D. N. see Thompson, G. J. 

Hedrick, P. W. see Sheffer, R. J. 

Hewitt, G. M. see Ferris, C. 

Hewitt, G. M. see Lunt, D. H. 

Hinata, K. see Hatakeyama, K. 

Hogbin, P. M., Ayre, D. J., Whelan, R. J., Genetic variation and 
reproductive success of road verge populations of the rare 
shrub Grevillea barklyana (Proteaceae) 180 

Hollingsworth, P. M. see Gornall, R. J. 

Huang, N. see Subudhi, P. K. 

Hughes, J. M. see Chenoweth, S. F. 

Humphreys, M. W., Zare, A. G., PaSéakinskiene, I., Thomas, H., 
Rogers, W. J., Collin, H. A. 
rearrangements in androgenic plants derived from a Lolium 
multiflorum x Festuca arundinacea (2n = 5x = 35) hybrid 78 

Hurst, G. D. D., Schilthuizen, M., Selfish genetic elements and 
speciation 2 

Husband, B. C., Gurney, J. E., Offspring fitness and parental 
effects as a function of inbreeding in Epilobium augustifo- 
lium (Onagraceae) 173 


Interspecific genomic 


Ibrahim, K. M. see Lunt, D. H. 

Ihssen, P. E. see Jackson, T. R. 

Ingvarsson, P. K., Kin-structured colonization in Phalacrus 
substriatus 456 

liigo, E. R., Mason, P. L., Rufas, J. S., de la Vega, C. G., Effects 
of supernumerary heterochromatin on chiasma formation 


© The Genetical Society of Great Britain, Heredity, 80, 791-795. 


and chromosome 
(Orthoptera) 353 


segregation in Dociostaurus  genei 


Jackson, T. R., Ferguson, M. M., Danzmann, R. G., Fishback, A. 
G., Ihssen, P. E., O’Connell, M., Crease, T. J., Identification 
of two QTL influencing upper temperature tolerance in 
three rainbow trout 
families 143 

Jamilena, M. see Garrido-Ramos, M. A. 

Janouséek, B., Grant, S. R., Vyskot, B., Non-transmissibility of 
the Y chromosome through the female line in androher- 
maphrodite plants of Melandrium album 576 

Jiménez, M. M. see Puertas, M. J. 

Johnson, M. S., Black, R., 
reduced genetic variation in populations of the snail Bembi- 
cium vittatum in isolated tidal ponds 163 

Jourdane, J. see Langand, J. 


(Oncorhynchus mykiss) half-sib 


Increased genetic divergence and 


Kamau, L., Hawley, W. A., Lehmann, T., Orago, A. S. S., 
Cornel, A., Ke, Z., Collins, F. 


repeats for analysis of genetic variability in sympatric popu- 


H., Use of short tandem 


lations of Anopheles gambiae and Anopheles arabiensis 675 

Kassen, R., Bell, G., Experimental evolution in Chlamydomonas. 
IV. Selection in environments that vary through time at 
different scales 732 

Ke, Z. see Kamau, L. 

Kearsey, M. J., Farquhar, A. G. L., Short Review: QTL analysis 
in plants: where are we now? = 137 

Keenan, C. P. see Chenoweth, S. F. 

King, R. A. see Ferris, C. 

Klein, J. see Mayer, W. E. 

Korol, A. B., Ronin, Y. I., Nevo, E., Hayes, P. M., Multi-interval 
mapping of correlated trait complexes 273 

Korol, A. see Nevo, E. 

Krane, D. E. see Skepner, A. P. 

Kremer, A. see Le Corre, V. 


Lagnel, J. see Navajas, M. 

Lamb, B. C., Gene conversion disparity in yeast: its extent, 
multiple origins, and effects on allele frequencies 538 
Langand, J., Jourdane, J., Coustau, C., Delay, B., Morand, S., 
Cost of resistance, expressed as a delayed maturity, 
detected in the host-parasite system Biomphalaria glabrata 

Echinostoma caproni 320 

Langefors, é., von Schantz, T., Widegren, B., Allelic variation of 
Mhe class II in Atlantic salmon; a population genetic 
analysis 568 

Lavery, S. see Chenoweth, S. F. 

Law, C. N., Suarez, E., Miller, T. E., Worland, A. J., The influ- 
ence of the group 1 chromosomes of wheat on 
ear-emergence times and their involvement with vernaliza- 
tion and day length 83 

Le Corre, V., Roussel, G., Zanetto, A., Kremer, A., Geographi- 


cal structure of gene diversity in Quercus petraea (Matt.) 


© The Genetical Society of Great Britain, Heredity, 80, 791-795. 


AUTHOR INDEX 793 


Liebl. III. Patterns of variation identified by geostatistical 
analyses 464 

Leamy, L. J., Routman, E. J., Cheverud, J. M., Quantitative trait 
loci for fluctuating asymmetry of discrete skeletal characters 
in mice 509 

Leblanc, O. see Grimanelli, D. 

Leggett, J. M., Chromosome and genomic relationships between 
the diploid species Avena strigosa, A. eriantha and the 
tetraploid A. maroccana 361 

Lehmann, T. see Kamau, L. 

Levin, D. A. see Waitt, D. E. 

Levitan, M., Etges, W. J., Studies of linkage in populations. XIII. 
A unique cause of linkage disequilibrium in natural popula- 
tions of Drosophila robusta 660 

Lépez-Leon, M. D. see Castro, A. J. 

Lumaret, R. see Gauthier, P. 

Lundavist, E. see Giles, B. E. 

Lunt, D. H., Ibrahim, K. M., Hewitt, G. M., mtDNA phylogeog- 
raphy and postglacial patterns of subdivision in the meadow 
grasshopper Chorthippus parallelus 633 

Luo, Z. W., Detecting linkage disequilibrium between a poly- 
morphic marker locus and a trait locus in natural 
populations 198 


Macnair, M. R. see Smith, S. E. 

Maki, M., Asada, Y.-J., High genetic variability revealed by allo- 
zymic loci in the narrow endemic fern Polystichum otomasui 
(Dryopteridaceae) 604 

Manzanero, S. see Puertas, M. J. 

Martin, C. see Glover, B. J. 

Mason, P. L. see Ifigo, E. R. 

Matthysen, E. see Van Dongen, S. 

Mayer, W. E., Tichy, H.. Klein, J, Phylogeny of African Cichlid 
fishes as revealed by molecular markers 702 

Michiels, N. K. see Beukeboom, L. W. 

Miller, T. E. see Law, C. N. 

Mogg, R. J. see Raybould, A. F. 

Morand, S. see Langand, J. 

Moreteau, B. see Gibert, P. 

Moreteau, J.-C. see Gibert, P. 

Morman, J. D. see Sinclair, W. T. 

Morris, A. P. see Curnow, R. N. 

Mousseau, T. A., Ritland, K., Heath, D. D., A novel method for 
estimating heritability using molecular markers 218 


Navajas, M., Lagnel, J., Gutierrez, J., Boursot, P., Species-wide 
homogeneity of nuclear ribosomal /TS2 sequences in the 
spider mite Tetranychus urticae contrasts with extensive 
mitochondrial polymorphism 742 

Nevo, E. see Korol, A. B. 

Nevo, E., Rashkovetsky, E., Pavlicek, T., Korol, A., A complex 
adaptive syndrome in Drosophila caused by microclimatic 
contrasts 9 

Newbury, H. J. see Shen, Y. 


| 
} | 
q 
: 
\ 


794 AUTHOR INDEX 


Nibouche, S., Bués, R., Toubon, J.-F., Poitout, S., Allozyme poly- 
morphism in the cotton bollworm Helicoverpa armigera 
(Lepidoptera: Noctuidae): comparison of African and 

European populations 438 


O’Connell, M. see Jackosn, T. R. 
Ojima, K. see Hatakeyama, K. 
Orago, A. S. S. see Kamau, L. 


Pardo, M. C. see Castro, A. J. 

Paséakinskiene, I. see Humphreys, M. W. 

Pavlicek, T. see Nevo, E. 

Perfectti, F. see Castro, A. J. 

Perotti, E. see Grimanelli, D. 

Petit, R. J., Pons, O., Bootstrap variance of diversity and differ- 
entiation estimators in a subdivided population 56 

Pierpaoli, M. see Randi, E. 

Plowman, A. B. see Beukeboom, L. W. 

Poitout, S. see Nibouche, S. 

Pons, O. see Petit, R. J. 

Preston, C. D. see Gornall, R. J. 

Price, D. K. see Boake, C. R. B. 

Puertas, M. J., Gonzalez-Sanchez, M., Manzanero, S., Romera, 
F., Jiménez, M. M., Genetic control of the rate of transmis- 
sion of rye B chromosomes. IV. Localization of the genes 
controiling B transmission rate 209 


Randi, E., Pierpaoli, M., Danilkin, A., Mitochondrial DNA poly- 
morphism in populations of Siberian and European roe 
deer (Capreolus pygargus and C. capreolus) 429 

Rashkovetsky, E. see Nevo, E. 

Raybould, A. F., Mogg, R. J., Aldam, C., Gliddon, C. J., Thorpe, 
R. S., Clarke, R. T., The genetic structure of sea beet (Beta 
vulgaris ssp. maritima) populations. III. Detection of isola- 
tion by distance at microsatellite loci 127 

Ritland, K. see Mousseau, T. A. 

Ritland, K. see Sun, M. 

Roff, D. A., Evolution of threshold traits: the balance between 
directional selection, drift and mutation 25 

Roff, D. A., Bradford, M. J., The evolution of shape in the wing 
dimorphic cricket, Allonemobius socius 446 

Rogers, W. J. see Humphreys, M. W. 

Romera, F. see Puertas, M. J. 

Ronin, Y. I. see Korol, A. B. 

Roussel, G. see Le Corre, V. 

Routman, E. J. see Leamy, L. J. 

Rufas, J. S. see Ifigo, E. R. 

Ruiz Rejon, C. see Garrido-Ramos, M. A.Camacho, J. P. M. see 
Garrido-Ramos, M. A. 

Ruiz Rejon, M. see Garrido-Ramos, M. A. 


Sanger, T. see Zera, A. J. 


Savidan, Y. see Grimanelli, D. 
Schilthuizen, M. see Hurst, G. D. D. 


Schug, M. D., Downhower, J. F., Brown, L. P., Sears, D. P., 
Fuerst, P. A., Isolation and genetic diversity of Gambusia 
hubbsi (mosquitofish) populations in blueholes on Andros 
Island, Bahamas 336 

Sears, D. P. see Schug, M. D. 

Seif, M. see Beukeboom, L. W. 

Sezer, M., Butlin, R. K., The genetic basis of host plant adapta- 
tion in the brown planthopper (Nilaparvata lugens) 499 
Sheffer, R. J., Hedrick, P. W., Shirley, C., No bilateral asym- 
metry in wild-caught, endangered Poeciliopsis o. occidentalis 

(Gila topminnows) 214 

Sheldon, B. C., Short Review: Recent studies of avian sex 
ratios 397 

Shen, Y., Ford-Lloyd, B. V., Newbury, H. J., Genetic relation- 
ships within the genus Beta determined using both 
PCR-based marker and DNA sequencing techniques 624 

Shirley, C. see Sheffer, R. J. 

Sinclair, W. T., Morman, J. D., Ennos, R. A., Multiple origins 
for Scots pine (Pinus sylvestris L.) in Scotland: evidence 
from mitochondrial DNA variation 233 

Skepner, A. P., Krane, D. E., RAPD reveals genetic similarity of 
Acer saccharum and Acer nigrum 422 

Smith, D. A. S. see Gordon, I. J. 

Smith, D. A. S., Non-Mendelian segregation and variable pene- 
trance of colour genes in the polymorphic butterfly Danaus 
chrysippus (L.) 474 

Smith, S. E., Macnair, M. R., Hypostatic modifiers cause varia- 
tion in degree of copper tolerance in Mimulus guttatus 760 

Suarez, A. see Carracedo, M. C. 

Suarez, E. see Law, C. N. 

Subudhi, P. K., Virmani, S. S., Huang, N., A TGMS-linked 
nuclear DNA marker as originated from the mitochondrial 
genome in rice (Oryza sativa L.) 285 

Sun, M., Ritland, K., 


(Centaurea solstitialis), a successful colonizer in North 


Mating system of yellow starthistle 
America 225 


Takasaki, T. see Hatakeyama, K. 

Thomas, H. see Humphreys, M. W. 

Thompson, G. J., Hebert, P. D. N., Population genetic structure 
of the Neotropical termite Nasutitermes nigriceps (Isoptera: 
Termitidae) 48 

Thorén, P. see Fjerdingstad, E. J. 

Thorpe, R. S see Raybould, A. F. 

Tichy, H. see Mayer, W. E. 


Toubon, J.-F. see Nibouche, S. 


Vainola, R. see Ferris, C. 

Van Dongen, S., Backeljau, T., Matthysen, E., Dhondt, A. A., 
Genetic population structure of the winter moth (Operoph- 
tera brumata L.) (Lepidoptera, Geometridae) in a frag- 
mented landscape 92 

Vaughn, T. T., Antolin, M. F., Population genetics of an oppor- 


tunistic parasitoid in an agricultural landscape 152 


© The Genetical Society of Great Britain, Heredity, 80, 791-795. 


| 
1 


| 
| 
| 
—— 


| 
| 
| 
| 


Virmani, S. S. see Subudhi, P. K. 
von Schantz, T. see Langefors, é. 
Vyskot, B. see Janouséek, B. 


Waitt, D. E., Levin, D. A., Genetic and phenotypic correlations 
in plants: a botanical test of Cheverud’s conjecture 310 

Ward, P. I., Short Review: Intraspecific variation in sperm size 
characters 655 

Watanabe, M. see Hatakeyama, K. 

Whelan, R. J. see Hogbin, P. M. 

Widegren, B. see Langefors, é. 

Windig, J. J., Evolutionary genetics of fluctuating asymmetry in 
the peacock butterfly (Inachis io) 382 

Worland, A. J. see Law, C. N. 

Wu, Y.-H., Gibson, J. B., A Tirant insertion in the alcohol 


dehydrogenase locus of Drosophila melanogaster 293 


© The Genetical Society of Great Britain, Heredity, 80, 791-795. 


AUTHOR INDEX 795 


Xie, C., Xu, S., Efficiency of multistage marker-assisted selection 
in the improvement of multiple quantitative traits 489 

Xu, S. see Xie, C. 

Xu, S., Further investigation on the regression method of 
Mapping quantitative trait loci 364 


Young, A. G., Brown, A. H. D., Comparative analysis of the 
mating system of the rare woodland shrub Daviesia suaveo- 
lens and its common congener D. mimosoides 374 


Zanetto, A. see Le Corre, V. 

Zare, A. G. see Humphreys, M. W. 

Zera, A. J., Sanger, T., Cisper, G. L., Direct and correlated 
responses to selection on JHE activity in adult and juvenile 
Gryllus assimilis: implications for stage-specific evolution of 
insect endocrine traits 300 


q 
q 
q 
q 
| 


